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Folding snapshots of a 10-ALA chain [1]
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Amino acid model; each amino acid has 2 degrees of freedom, the phi and psi torsional angles. [2]
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Levinthal’s Paradox
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Potential Energy Landscape Conformation Sampling Feasible Transitions

[4]
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Sampling Strategy

[3]

I I I O OO

Bins filled according to the Contact Number of a conformation
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Code and Data Available

® Data Available in PDB files [Protein Data Bank]
® Code available for calculating Dihedral Angles(Phi, Psi) from Coordinates of atom.[google

code library]

Code we have Written

® To calculate energy of a conformation from the atom coordinates.

® For generating sample nodes by using inducing Gaussian perturbations in existing
conformations.

® To calculate atom coordinates from the dihedral angles of a node sampled.
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